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c [μg/ml] = OD260 x D x F 
D = dilution factor F = multiplication factor 

(dsDNA = 50; RNA = 40) 



 

 

 

 



 

 

Potential liver X response elements (LXRE or direct repeats 4 (DR4)) were studied using the in silico 

program “Rephex” from Phenex Pharmaceuticals AG, Ludwigshafen, Germany. Rephex is a web-based 

database interface based on a genome-wide dataset of putative promoter regions comprising the area from 

10kB before to 20kB after the start codon of a gene. The algorithm scans sequences of interest for 



specific motifs (e.g. the direct repeat 4 (DR4) for LXRE (AG[GT]TCA-NNN-AG[GT]TCA). A 

maximum of two mismatches (MM) are allowed within a sequence. The received dataset is saved in a 

database and can be searched for different information such as motif, gene name, gene ID, and gene 

description. Furthermore, the algorithm allows a restriction for the MM rate and minimum of hits by 

changing the sequence length of the putative promoter region. To date, Rephex is restricted for the 

species mouse, human, and rat, but also allows also combined data retrieval between the species. Datasets 

are received from the Ensembl database (http://www.ensembl.org/index.html). Additional information 

such as annotation is gained from BioMart tool (http://www.ensembl.org/biomart/martview). Further 

formatting is performed with the EMBOSS package (http://emboss.sourceforge.net/). Hereby, the 

program “fuzznuc” is important, which allows pattern search including MM on DNA sequences. The 

automation of data processing and of the database itself (http://www.mysql.de/) is realized with phyton 

scripts (http://www.python.org/). Sequences with perfect match and one MM were supposed to be 

potential DR4. We examined human and mouse promoters of potential novel LXR target genes. 
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